The components of the H3K4me3 complex, ash-2 and set-2, but not H3K4me3 demethylase rbr-2, are required for the transgenerational inheritance of hormesis effects. (a, b) Oxidative stress resistance (1.7 mM H2O2) of the stressed P0 parents treated with RNAi (left, empty vector (control); middle, ash-2; right, set-2) on day 2 adulthood (a) and the self-fertilized F1 descendants on day 1 adulthood (b) compared to control groups. Representative data of three independent experiments are shown (n = 30). (c) Mutation of wdr-5.1 (ok1417) or set-2 (ok952) does not suppress the increase in the stress resistance in the P0 parents (upper graphs), but does suppress it in the F1 descendants (lower graphs) on day 2 adulthood compared to control groups (left, wild type N2; middle, wdr-5.1 (ok1417); right, set-2 (ok952) ). Representative data of more than three independent experiments are shown (n = 30). (d) rbr-2 RNAi does not affect the increase in the resistance to 1.7 mM H2O2 of either P0 parents (upper) or the F1descendants (lower). Representative data of two independent experiments are shown (n = 30).
(e, f) Relative mRNA expression levels of wdr-5.1, ash-2 and set-2 in the stressed P0 parents (e) and in the self-fertilized F1 adulthood (a) and the self-fertilized F1 descendants on day 1 adulthood (b). Three independent experiments are integrated into each survival curve (n = 90). P values were calculated by log-rank test. Because the homozygotes of skn-1 mutant show sterility, parental heterozygotes were subjected to 1 mM As for the experiments to obtain the descendants. Homozygotes (the descendants) were distinguished from heterozygotes by GFP expression. In P0 parents, skn-1 heterozygotes were used. Oxidative stress resistance (2 mM H2O2) of the F1 descendants on day 1 adulthood, which were derived from the stressed P0 parents and treated with RNAi (left, empty vector (control); middle, wdr-5.1; right, skn-1). Germline-specific RNAi (a), intestine-specific RNAi (b) and neuron-specific RNAi (c) treatments were performed in the F1 descendants, respectively. Two independent experiments are integrated into each survival curve (n = 60). P values were calculated by log-rank test. Supplementary Fig. 5 .
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Supplementary Figure 8 Uncropped scans of blots presented in
Supplementary Table 1 Summary of stress resistance experiments
These data represent mergers of independent trials. P values were calculated by log-rank test (Bonferroni correction for multiple comparisons). These data represent mergers of independent trials. P values were calculated by log-rank test.
#, number of animals observed; N, number of independent trials. 
